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Forward 5’- 3’ Reverse 5’- 3’ Label V allele L allele Ratio 
1 57 Nv106 FJ156230 GCA ACG AGA TTA ACC CTT G GGC TTT CTA GAT GGC GAC TC HEX 196 212 10 
1 57 Nv114 FJ156231 ATG GGC AAT AAA ACG AAA CG CAT CCT TGC GGA GAC ACT AA HEX 116 92 1 
1 57 Nv118 FJ156232 AGA ATC GAA GCG GGA TTA GC TTA AAT CCC AGC CAG ACG AG HEX 300 263 1 
1 57 Nv301 FJ156212 CGA GGC AAC GAT TTT CTT TC CGT ATC GCA CTG CTT GTG TT FAM 241 199 1 
1 57 Nv302 FJ156213 TCT TTG GTC GAT CGA TTT TTC TTC GTT GTG ACC AAG CAG TT FAM 87 78 1 
1 57 Nv311 FJ156219 ACT GGC GAA AGC TCA AAC C TCG AGC TTT GTT CTG GGA TA FAM 148 135 1 
1 57 Nv312 FJ156220 GCA CAC ACT CGC GAT AAG AA TGT AGA ATT CGC CGT GTG AC HEX 348 330 1 
2 57 Nv104 FJ156110 GAT TTC CCG GAG CTT CCT AC GCC GTT AAT TGA ACC TGT CG FAM 132 120 1 
2 57 Nv107 FJ156112 CAG TCG GCA ACA ACA GAT TG CGA TTC GAT GAA TGA GCA GA HEX 331 366 5 
2 57 Nv303 FJ156214 GAC AAT AGC CGC TAC GGA AA CGT CGT TCT GCT GCT TGT C HEX 100 167 0.5 
2 57 Nv307 FJ156217 CGT TTT CTC TGC TTC GAT CC TAT CAG CGC GAC TTG AAA AC FAM 266 216 5 
2 57 Nv309 FJ156218 TTC AGC TTC ACG CTC AGG TA GCG AGA GCA ATC AGA AAC AA FAM 304 344 1 
2 57 Nv318 HM194889 AAA GCC AAC TAC CTC CAT ACG CGC TGA TGA TGC TTT CAA CT FAM 84 156 5 
2 57 Nv319 FJ156222 TTT GAG GTT ATG CGT CGT TTC GAG CGG AGT GCT TCA TTC AG HEX 220 198 0.5 
3 56 Nv18 AY262042 ATC TTC ACT CAC ATC GAG CAC AT GGG TTC TTG CGT TTT TCA TTA C FAM 122 118 1 
3 56 Nv26 AY262047 CAG CTT TCC TTT GCT GCA TAT AG CTC CTA GAG CTA GTA TGA ACC GTT AA NED 141 118 1 
3 56 Nv41 EU155141 GTC AGA CGT GGG CTT TGT C TTA TGC GCC ACA CAC ACC NED 250 232 1 
3 56 Nv46 EU155142 TTA CGT CAA GGT ATA GCT GC GAA TAA GTG GCT GAA AGT TCC FAM 335 331 1 
3 56 Nv102 FJ156229 TCG TTC AGC GAG TTT GAA TTT TCG TCG ACT GAC GCT TTA TG FAM 257 214 1 
3 56 Nv308 FJ555533 ATT CGG AAT CCA CGA AAC G TAG GGC GCG TAT AGA TCG AG HEX 200 167 1 
4 57 Nv109 FJ156114 GCT TAC TCT CGG GAA CTG GA CGA GCA TTA ACC ATC AGC AG FAM 258 236 1 
4 57 Nv111 FJ156115 AGG TCT CAG CCG CAC AAA GCA GCT GCT TTT GGC ACT NED 294 279 1 
4 57 Nv305 FJ156215 ATT TAC GCT CCT GCG AGA CA CCG CTT CGA AAG GAG ATA TG HEX 154 157 1 
4 57 Nv306 FJ156216 TGC TCG GAT TTC GAA CAT TT GCG GAT GTT GTT CCG TTA TT FAM 304 274 1 
4 57 Nv320 FJ156223 ATG TGC TGG CGA AGA AAA AT ACG TTT CTG CTG CTG CTT CT HEX 216 206 1 
4 57 Nv321 FJ156224 CGG TGA GAC TCG TGA GAT GA AAC CGC AGC TCT CAA CAT TT HEX 97 109 1 
4 57 Nv322 FJ156225 CGA AAG AAG CCA AGC ATA GAA GAG AAA AAT CGG GTC GAA GT FAM 201 146 1 
5 57 Nv108 FJ156113 CTG TGC AGG ACT TTG ACG AA ACA CTC AAT CCC TCG TGC TT HEX 155 150 1 
5 57 Nv112 FJ156116 GCT CCT CCT TGT TTG CGT TA TCG AGC GAC GAG TGA TAT CTT FAM 197 128 1 
5 57 Nv121 FJ156122 AAT TCA TAA GCC AAG CTC ACG TCA TCG CTC TGG CAA TTT TT NED 213 147 1 
5 57 Nv125 FJ156126 TGG CAT CAC GCT CTA AAA TG GCG CGT GCA TCT ATA TGT GT FAM 253 204 1 
5 57 Nv300 FJ156211 ACA TTC CGC AGA GCG ATT AT CGC GAC CGA TGA TTT ACT C FAM 337 326 1 
5 57 Nv323 FJ156226 CTC GAT TGC GAA ACT GTT CA TTT ATA CAG CGC AGG CAC TAG A FAM 98 91 1 
5 57 Nv324 FJ156227 ATA ACG CAG AGC CGA GAA AG GAA TCG TTC GTT TCT TTC AGC HEX 300 238 1 
 
Table S3: Microsatellite markers used in this study. Eight different multiplex sets were used. For each marker the annealing temperature (TA), 
accession number, primer sequences, fluorescent label, allele sizes and ratio of each marker in the different sets is given. 




Forward 5’- 3’ Reverse 5’- 3’ Label V allele L allele Ratio 
6 57 Nv325 HM194890 AGC GCA AAA TGT TCA GCT C ATT AAG AAG GCC CCC GAA G FAM 336 330 1 
6 57 Nv326 HM194891 TCC GCT ACG AAA GAG CGT AT GAG ATA GCG CGG AGA TTC AC FAM 120 106 1 
6 57 Nv328 HM194893 GAG CCA CCT CTC TCG CTC T CGA AGG GGG AGA AAC TTT TG HEX 113 72 1 
6 57 Nv331 HM194895 TAT ATA CAT GCG CGC ACA GC CGC TCT ATC CGC ACT CTT TC FAM 215 184 1 
6 57 Nv335 HM194899 GAC TGG CTC TCG CGA GTA AT GCA ACC CCT GCA CTT TTC TA HEX 311 272 1 
6 57 Nv339 HM194903 CGA CGG CTT GTA ATC CAA AT AAC TGT AGG GCG TGC CAT C FAM 98 92 1 
6 57 Nv343 HM194907 CGA ACC TGC TTT TCC TTT TT GCC CAG CCT AAA GTA ATG TGA FAM 310 292 1 
7 57 Nv27 AY262048 ACA GAG TAT TAT GAG CCG ACT GG CCT CGA GAG AGA ACA TTA TTT CG FAM 234 211 1 
7 57 Nv327 HM194892 GCA AGA AAC GCC GAT TAG AT CCA TCA TTA CAA TCC CAC GA HEX 337 301 1 
7 57 Nv332 HM194896 AAG CTC CGG AAT GCG AGA CAT GCA GCG CCC TTA CAT A FAM 129 115 1 
7 57 Nv333 HM194897 TTC GCG GTT TCG TTA TAC CT CGC GAG GCG TAT AGA AAA TC FAM 339 334 1 
7 57 Nv341 HM194905 TCC GCT TTA ACT CCA ATC CT CAT AAA TCG AGT TGC GGC TA HEX 211 157 1 
7 57 Nv342 HM194906 CCT AAA CAC GGA GCG GAA TA ATA TGC AGG CAT TGT TGC AC HEX 124 76 1 
7 57 Nv344 HM194908 CAT CTC TCT TAC GCT CGT TCG AGT AGC GCT CAC TCG TTT CC FAM 295 268 1 
8 57 Nv22 AY262041 GCT ATA ACA CTT TTC CGC TCT CA AAG ACC AGC TAG GGA AGA GGA TA NED 200 216 1 
8 57 Nv329 HM194894 AAG TCG CGA AAC TGC CTC T CGC TAG CCC GTT ACG TAA TTT FAM 198 182 1 
8 57 Nv334 HM194898 ATG AAC AGG GGA GGA AGG AC ATC TTT AAT GCA CGC CGA AT HEX 347 285 1 
8 57 Nv336 HM194900 ACA TCG CTG CTG CTA CTG C TCT CTA TAC CGC ACA TCT CTC TC HEX 158 98 1 
8 57 Nv337 HM194901 GGC ATG CGT TCA CGT GTT AAA CGT GGT TCA GTC AAA AGG FAM 160 123 1 
8 57 Nv340 HM194904 CCC TTT CTG CGG TAC GTA TG GAA ATG AGG TAA AAC AGA GGA TTA GT HEX 229 192 1 
8 57 Nv338 HM194902 ATA AGA ATG AAG CCG CGA AC GCT AAC GCG AAA AGT AAG CAA FAM 346 272 1 
 
Table S3 continued. 
